The Arabidopsis SOC1-like genes AGL42, AGL71 and AGL72 promote flowering in the shoot apical and axillary meristems.
The floral transition is the switch from vegetative development to flowering. Proper timing of the floral transition is regulated by different pathways and is critical for the reproductive success of plants. Some of the flowering pathways are controlled by environmental signals such as photoperiod and vernalization, others by autonomous signals such as the developmental state of the plant and hormones, particularly gibberellin. SUPPRESSOR OF OVEREXPRESSION OF CO 1 (SOC1) acts in Arabidopsis as an integrative centre of these pathways, promoting the floral transition. In this work, we show that AGAMOUS-LIKE 42 (AGL42), AGAMOUS-LIKE 71 (AGL71) and AGAMOUS-LIKE 72 (AGL72), which encode MADS-box transcription factors phylogenetically closely related to SOC1, are also involved in the floral transition. They promote flowering at the shoot apical and axillary meristems and seem to act through a gibberellin-dependent pathway. Furthermore SOC1 directly controls the expression of AGL42, AGL71 and AGL72 to balance the expression level of these SOC1-like genes. Our data reveal roles for AGL42, AGL71 and AGL72 in the floral transition, demonstrate their genetic interactions with SOC1 and suggest that their roles differ in the apical and axillary meristems.